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27 2 tac aaq cag Ltc aqc ccc aac qtq ccq gag aaq acc ctq ggc ycc age 192 
2'^3 Tyr Lys Gin Phe Sor Pro Asa Val Px^o Glu Lvs Thr Leu Glv Ala Ser 

2-7 4 50 5 5 ^60 

276 ggg cgc tac qaa gge aag ate gcg cgc age tct gag cge ttc aaa gag 240 

277 Gly Arg lyr Glu Gly Lys lie Ala Arg Ser Ser Giu Arg Phe Lvs Glu 
27B 65 70 75 ^ 80 

280 etc acc ceo aac tac aat cec qac ate ate ttc aag gac qag gaq aac 288 

2B:1 Leu Thr Pro Asn Tyr Asn Pro Asp He He Ptie Lys Asp Glu Glu Asn 

282 85 90 95 

284 acg qqt gee gac cgc etc atg ace cag cgc tgc aag gae cqt etg aac 3 36 

28 5 Thr Gly Ala Asp Arg Leu Met Thr Gla Arq Cys Lvs Asp Arq Leu Asn 
2>B6 100 105 ' 110 

288 tea ctg gee ate tct gte atg aac cag tgg ect ggt gtg aaa etg egg 384 

289 Ser Leu Ala He Ser Val Met Asn Gin Trp Pro Gly Val Lys Leu Arg 

290 115 120 125 

292 gtg acc gaa ggc egg gat gaa gat gge cat cae tea gag gag tct tta 432 

29 3 Val Thr Glu Gly Arg Asp Glu Asp Gly His Ills Ser Glu Glu Ser Leu 
294 130 135 140 

296 eac ta L gag gge cgc gcg gtg gat ate acc acc tea gac cgt gac cga 480 

297 His Tyr Glu Gly Arg Ala Val Asp Tie Thr Thr Ser Asp Arg Asp Arg 
^'^8 145 150 155 ' i60 

3 00 aat aag tat gga ctg etg gcg cgc tta gca gtg gag gee ggc ttc gac 528 

301 Asn Lys Tyr Gly Leu Leu Ala Arg Leu Ala Val Glu Ala Glv Plie Asp 

302 165 170 ' 175 

304 tgg gtg tat tac gag tec aag gee cae gtg eat tgc tct gte aag t.ct 576 

305 Trp Val Tyr Tyr Glu Ser Lys Ala His Val His Cys Ser Val Lys Ser 

306 180 IB 5 ^ 19 0 ^ 

lOB gag cat teg gee get gee aag aca ggt ggc tgc ttt cet gcc gga gcc 6 24 
3U9 Glu His Ser Ala Ala Ala Lys Thr Gly Glv Cys Phe Pro Ala Glv Ala 
'^10 195 200 205 

312 cag gtg cgc eta gag aac ggg gag cgt gtg gcc ctg tea get gta aag 672 

313 Gin val Arg Leu Glu Asn Gly Glu Arg Val Ala Leu Ser Ala val Lvs 
J14 210 215 220 

316 cca gga gae egg gtg ctg gcc atg ggg gag gat ggg ace ccc acc tt:e 7 20 
3 17 Pro Gly Asp Arg Val Leu Ala Met Glv Glu Asp Gly Thr Pro Thr Phe 
318 225 230 235 240 

320 agt gat gtg ctt att ttc ctg gae cgc gag cca aac egg ctg aga get 7 68 

321 Ser Asp Val Leu He Phe Leu Asp Arg Glu Pro Asn Arg Leu Arg Ala 

322 245 250 255 

324 ttc cag gte ate gag act cag gat ect ccq cgt egg etg gcg etc acg 816 

325 Phe Gin Val He Glu Thr Gin Asp Pro Pro Arg Arg Leu Ala Leu Thr 

326 260 265 ' 270 

328 cet gcc cac ctg etc ttc att gcg gac aat cat aca gaa cca gca gcc 864 



f3Xt 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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' or 
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: 15 
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2247 


M 


: 3 4 1 
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2 2 S3 
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(46) 


" J) 


or 


"Xaa 


usejd, 


for 


SKO 


rD# 


:21 


L 


228 3 


M 


: 341 


W 


(46) 
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